
14000 14500 15000 15500 16000 16500

0.
01

0.
02

0.
03

0.
04

Chromosome 1

D
en

si
ty

Nucleosome density
Read density (+)
Read density (−)



0 100 200 300 400

0.
00

0.
01

0.
02

0.
03

Sampling weight

D
en

si
ty

Background
Binding



0
20

40
60

80
10

0

S
am

pl
in

g 
w

ei
gh

t

45000 50000 55000 60000

0
20

40
60

80

Position in genomic region

R
ea

d 
co

un
t



0
20

40
60

80
10

0

S
am

pl
in

g 
w

ei
gh

t

45000 50000 55000 60000

0.
0

0.
5

1.
0

1.
5

2.
0

Position in genomic region

S
am

pl
in

g 
w

ei
gh

t

forward
reverse



0.
0

0.
5

1.
0

1.
5

2.
0

R
ea

d 
co

un
t /

 d
en

si
ty

53000 53500 54000 54500 55000

0
5

10
15

20
25

Position in genomic region

O
ve

rla
p 

co
un

t


